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- Analyzing omics data + functional profiling
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Omics Data Integration

Different strategies:

1) Ad-hoc approaches
2) Multidimensional Gene Set Analysis
3) Functional Meta-Analysis

4) PATHIVAR: a web tool to integrate transcriptomics
and genomics results



Ad-hoc approaches (1)

Chip-Seqg & RNA-Seq

Chip-Seq RNA-Seg

v

/ Blndlng sﬂes\
\ of mterest /

WT WT + TF

Transcriptional
profiles:
UP or DONW




Ad-hoc approaches (2)
Exome & RNA-Seq
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Multidimensional Gene Set Analysis

MicroRNA-Seq & mRNA-Seq
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Multidimensional Gene Set Analysis

MRNA-Seq & genotyping association
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Functional Meta-Analysis

N mRNA-Seq studies
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More information

OPEN ( ACCESS Freely available online 9 PLoS one

Multidimensional Gene Set Analysis of Genomic Data

Nucleic Acids Research Advance Access published April 16, 2015

David thlinirl'!, Jﬂaquin I::M'_ipa:f_h1 Nucleic Acids Research, 2015 1

daoi: 101093 Inarlghvi49

Assessing the impact of mutations found in next
generation sequencing data over human signaling
pathways

Rosa D. Hernansaiz-Ballesteros', Francisco Salavert'2, Patricia Sebastian-Ledn’,
Alejandro Aleman'-?, Ignacio Medina® and Joaquin Dopazo'?4"

PATHIVAR tutorial:
http://pathivar.babelomics.org/
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